ABSTRACT Lactobacillus crispatus is a commonly found bacterium in vertebrate microbiota, particularly the human vagina. We report the first complete genome of a strain isolated from a human vagina, L. crispatus CO3MRSI1.
genes (9) . A single clustered regularly interspaced short palindromic repeat (CRISPR) locus was detected using CASC v2.5 (10) .
Data availability. The whole-genome sequence of L. crispatus CO3MRSI1 has been deposited in GenBank under the accession no. CP033426. Raw sequencing reads of the genome of L. crispatus CO3MRSI1 are available in the SRA under the accession no. PRJNA499123. Marker gene phylogeny and gene annotation were deposited in Kbase (https://narrative.kbase.us/narrative/ws.37413.obj.19) for public assessment.
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